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FIG. 1A 
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FIG. 5 
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FIG. 9B 
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FIG. 10A 




FIG. 10B 
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FIG. 11A 

Task 1 . Create signal compound profile 
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FIG. 11B 

Task 2. Identify profiles from signal profile 
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FIG. 14 
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FIG. 15 



Displacement of Labeled G15D5d 
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G15D4dMB in TBB Buffer 
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Aptamer Beacons in TE Buffer 
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FIG. 19 

G15D5dMB in TE Buffer 
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FIG. 22 



G15D5dMB in TE 
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